

Wrapped NUCICICS 



ru 



FA55F MSREGARD ENGUSH •AhPHA* KEAOeRS, WHICH'TOKfcllSf^rn 
The numbciAc*! «l Oie end of caoh Tmc Vreppe^ dow* lo the nc»tf flne. 
Thift m-iy occur If your file was reirieved In a vwrf processor aricr. cr eaiing t 

The amino ocW numbcrAod ot Ihe cod oL^lofiLRiva ^w^pf5?«di:L<t!^ rwad llfte. 
. This may occurlTwtf f(ie *ftiasTcwiv&aUna.vwti pfoccsSb^ aa'&'tTeatiiQ.R. 
" '—"zt-'-J.: -." nc«»e B<^«al ywr lisht margin lo .3: ai,ihi«:W«Tl.>rei?efit Nvrap^Jngy 

locoo-ect Une Lcnglh The rtrtcs reqi/lra lhat a fin« not «)cee«d 72 characlef5 In ipngnK Thte InrJiiHfir, r^cesj 



PIU SOU WARE 



2 • WiapueU AfiiMiy^ 




Misaligned AmJno Acid 
Numtx^rtng 

Non-ASCII 



Variable Length 



Patenlln ver. 2.0 'bug' 



Skipped Sequences 
(OLO RULLG) 



10 



Skipped Sequcfv^es 
(NCWRULCG) 



Uoc of n*5 Of Xaa'c 
(NEW RULES) 



1 1 ^ U»« uf ^l3>OfBani5ni. 

(NFW RULES) 

19 Use of <220> Feature 

(NEW RULCG) 



13 , 



Palenllnver. 2.0 "bug" 



The numbortng under each Slh amino acid Is missti^nivi This may be caused by Ihe USe of tabs 
between the numDenng. it is rccommenaed lo Oelele any laba and use apKj'.-iny nunibcfs. 

This file was not saved m ASCII (DOS) lexi. as required by the Scquwiw: Rul». 

Ptcaoc ensure your cubcequonl submlcclon Is saved in ASCII l<»«t en lha! it r^p he processed 

ficqucncc(5) conialn o'c or Xaa'c which rapresenled more lh?n nn** rwifdiif! 

As per the rules, each n or C3n only reprcscm a Single residue. 

f^lcQoc pretwnl the ma^cJmum number of «ach residue having variaWr knfllh and 

indicate In Ihe (ix) lealure section mat some may be misstng. 

A "bug" in'PSlcnUn version Ujo nas caused ine <220>-<223> acciiun lu be mfoUiy Ti um 011 in lu iicKJ 

scqucnee(c) ,. Normally, Patenlln wntrfrt niitonnafically generate (his Section from the 

previous^ coded nucleic acid sequence. Please manually cupy Uie itslwcui <220' — :223> s^nUion 
to lh« cubcoquent amine sr-lH <:fV|iinnr.p This applies Drimarily lo the mandatory <220>-<223> 
sections for ArTdicial or umcnown sequences. 

Sequeocefs) _ missing. Il inientionai, picase use ine ronowlng fwnwi fui wU s-Wpps^ icv^ucnue; 
(£) INFORM ATION f OR SEQ ID NO:X: ; 

(ij StUUkNOrE CHARACTERISTICS :(Da rwl in^dt ^ny heading* under ■eCQUCNCC Cl lAf^ACTGfllSTICS") 
(jd) EEQUeriCe DESCRIPT10M:SCQ 10 NO:X! 

This sequence Is inlenuonaiiy skipped ; 

Piease also adjust tne ■(lu) NUMBER OF SEQUENCES " ic&p^mi* 10 hiclJdc the skipped 5equcnoe(9). 

Se<iuencc<s) missing. If Intentional, ptea^c use Uk= following fomiol for eogh aWpped sequence. 

<Jld> eequenca id number 
<400> sequence Id number 

OQO 

Use of n'c and/or Xaa't have been detected ^ Ihe Sequence Listing. 

Use of <220> lo <2ZJ> is MANDATORY If ns 01 Xad'* «ie prescnL : 

In -«220> lo fieclkw. pleaco^ oyplain location of n or Xaa. and which residue n or xaa represents. 



Sequcr^(s} . 



_ar9 m]i.clr>9 this msnflalory field orhs response. 



Sequence(S} arc missing me *i20*Fc«jlure and oaaoclaled hcodinss- j . 

Use of <220^ (o <Z33> MANf^ATORY if <213>ORGANtSM 'i^'At^[mr W fUnlmQwrr 
Please e xp lain source of qcuctic uidtf .iai in <220> to <^23> =6siiim, j 

(See -FcdcroTRegister/ 6/01/98. Vol. fi\ No. 104, pp. ^y63jl-321 (Sec. i,e23.of nev. Rui«) 

Please do nolu^e -Copy to Di5k- fun<rtion of P^tentln version rO. This jaUses a 

fUG. rwutting ia.ml«ino mandaloiy numeric WenUficrs ana responses (as ki^^M on ra^nr acs"enoe ticUng)., 

Instead, please use -FBe Manager- or eny ether moans to copy file lo nnppy disk. 



AK3-DiolecHftology Eydcmc Branch. 



dHdO IDd/OXdSll 



. ^ .~k- ■ : ■ SYSTEMS^- 




RAW SEQUENCE LIStiN G 
ERROR REPORT 



4?/ 

^ Tlie Biotechnology Systems Branch of the Scientinc and Technical Inrormafinn 
Cciitei (STIC) detected errors when processing the rollftwing computer readable 
form: 

Application Serial Numhp.r (0^/^'^^^^ — V^S2. 

Sonrce: /^CT02_ ^Ho^ 

Date Processed by STIC: 2 - /S~^ O/ 

THE ATTACHF.n PRINTOUT EXf LAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY FTTIIRR: 

1) mCLUDINC A COPY OF THIS PRIN 1 OU r IN YOOR NEXT COMMUNICATION TO THE 

AI'PLICANT, ... ^^T^,-nr.„-r 

2) TELEPHONING APPLICANT AND FAXrNC A COPY OK I HIS PRINTOUT, 

FOR CRFSUDMISSION QUESTIONS. PLEASE CONTArT MARK SPENCKK. /OJ-J08-4Z12. 

FOR SEQUENCE RULES INTER PR FTaTION. PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c.m.iil hdp: natin21heln(g }usplihiiov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 c-mail help: pgtin31i e.lii(g>.usPto.gov or phone 703-306-4 1 19 (R. Wax) 

TO REDUCE EKRORED SEQUENCS LISTINGS. PLEASE I.ISK THE CHECKER 
VERSiON30j!EQGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE HKI .OW; 

Checker Version 3.0 ^ >S 

The Checker Version 3.0 application is a statc-of thc-an Windows based softv^rc p^ografti. ^^ jVi 
employing « logical and lntuitive uscr-intci Qiee to check >vhethcr a sequence hstinc m „ ^ .=< 
compliance with fo.ni«t a.,d content rules. Checker Version ^ 0 works for sequence ^ 
Sneiaicdforthcoriginal versionof 37 CFR651.8ZI- 1.823 effcciivcOu^^^^^^^^ " " ' 

S^d tSe revised vnr.ion (new rules) effective J.ly I. 1998 a. well as World Intellectual 
property Organization (WIPO) Standard ST 2.->. , , v^t^ 

Choker Vefsion 3 0 replaces the previous Of ).^-ha..cd version of Chcckei . and Y2K- 
S cCk^^^^^^^ public users to check scque...e lisUngs .n Co-puter Readable orm 

S before submitline Uiem to U.c .United States Potent and Trs.dnmarkO.ft.cc (USPTO). 

ChSer piro. Jniius the sequence hsting is expected to resuU in fcwe. .uo«d ^qucncc 
lisiinfib, Ulus Saving time and .money 

rww.. version 3.0 canbe' '»- '"^'^c" ^-"^ '^'^ ^Z^"^^ ^''^T' th cjoljowiil^^^ 



d3do xod/oxdsn 



OCZC SOC COi XVJ so: ST TO/ST/ OT 




Correct' 



no°ii Not Comply 



Pat^c 1 uf 4 



PCT09 



RAW SEQUENCE LiaTIlIG 

PAT APPLi CAT J U N : US/ 'J / ^ ^ 3 , 4 6 2 



TJME; 13 -47. a 3 



OuliDut set: N:\CRr3\021520Ul\J./4:iattJ.l:dW 

3 <i:iU> APPLICANT: LOaViey: GmoH 

5 ^ino:. TiTLK OF TWV¥:NTTnN: * Tmniuriolocica J. re^qGnt specifically interii<:ting wizh ztrn 

^ e;''.Lx<ai.;t-^ 1 lltl^Li• domuin of the hurr.ur. =cLa ch? i n 

a <130> VILE REFERENCE: Cl'JfcyPCT 

-> 10 <"14 0> CURREITT ?\PDLIC2\Tl"0f-T MUMBES; US/0 9/7 d 1 , 4 ft2 

-> 11 <141> CURRENT flLlNU DATE: 2001-02-02 

13 -':150> PPTr.p APPl.rCATION NUHDER: EP 98 11 2807.1 

14 <i:»l> PRIOR riL^rtO DATE; 1998-07-10 
16 <160> NUM1'.EP or SEQ li; NUb : ID 

le -Cl7 0> SOFTWARE: l^riteni-Tn Vf.T . 7.1 



SEQUENCES 



365 -^210> SEC ID KO • ? ft 
J 66 <211> TjENGTH: 032 

I J '>^^7 <:n:)> type: PRT 

=:3 <213> GRGANICK: Artificial S^JquOllC.? 

370 <2 2Q> FEii.TUKfc.*! 

372 
[ :l 374 
37S 
JVfa 

rU' 379 
381 



-223> OTHtiP TNrnftMATION: DesCTTi Pt-ion 01 Artitieial jjeguenca: arriricial ^7^^^. ci/~ // T ' ^ ^ 



1:8 



390 
3^1 
39? 
394 
396 
397 
JSif 
ilOO 
402 
403 
405 
4Ub 
408 
409 































<400> SEOUENCD; 




















Ala 


Tlir 


GJy 


Met 


Civ 


Trp 






11- 


He 




PhR 


T.RU 


val 


Ala 


Thr 


i 




5 










10 










15 










He 


Gin 


Mec 


Thr 


Gin 
2S 


ser 


Pro 


Aia 


bsr 


Leu 
30 


S(3r 


Aid 




Pro 


Gill 


GIU 


lie 


val 


Thr 


He 


TILL- 




GJ-tj 


Ala 




Gin 


Aap 


lie 




35 










no 










45 








tily 


Asn 


Trp 


Leu 


Alci 


Tup 


Tyr 


Gin 


Gin 


Ly3 


Piro 


Cly 


Lye 


£&r 


Pro 


C-ln 










55 










60 












Leu 


Tl« 


Tyr 


Ccr 


Ala 


Thr 


S»r 


Leu 






1 y 


Tie 


Pro 


Ser 


Arq 


65 








70 










75 










80 


rhc 


Sor 


GAv 


SQr 






Gl y 


Thi- 


Gin 


Tyr 


ser 


Levi 


Lys 


lie 


aer 


Arg 
















90 
















mn 


Vai 


Glu 


Asp 


Thr 


Gly 


11^ 


Tvr 


Tyr 


cys 


Leu 


Glu 




Tyr 


100 






ins 










110 






Asn 


Pro 


Asn 


TMr 




Gly 


Ala 


Gly 


Thr 




Leu 


Clix 


Lou 


Lys 


Gly Gly 


115 










120 










125 


Gin 


val 


Gin 


iily 


Gly 

130 


S(:;i 


Oly 


Gly 


Gly 


Cly 
1^0 


ecr 


Cly 


Gly 


Cly 


Gly 

1^0 




Lc:u 
145 
He 


Gin 


Gin 


ecL£ 


Cly 


Jtla 
150 


Glv 


T.eii 


Vsl 


LyS 


pro 
1S5 


Glv 


Ser 


sisr 


val 


Liys 
160 


Sar 


Cys 




105 


ser 


Gly 


Tyr 


Thr 


Phe 

170 


Thr 


Ser 


Tyr 


Ast* 


Met 
175 


nis 


Ti*p 




Ly's 


Glu 

lao 


Cln 


Pro 


Gi.y 


Asn 


Gly 
105 


Leu 


Glu 


Trp 


He 


Cly 
190 


Trp 


He 




pro 


Gly 


Asn 


Gly 




Thr 


Lya 


Tyr 




Gin 


Lys 






Gly 





/)0 



/-rro/ 



;://C:\Crf3\OuilioldVVsrl74.?482.htm 
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Page 2 of 4 



BAW SEQUEUCt 1-iSTiWU 

PATJT.N^ a PPT. I CATION: US/09/743.482 



DATI?: 02/15/2001 



inouL Set A:\ES-txt: 

output SoL; M^\CP.rj\03 3.=;5nm\T7 4.'?4R2.raw 





4 11 






195 










200 










205 










11 


Al4 


Thr 




Thr 




A-p 




£Gr 




Sor 


Tbr 


ti. 1 


Tyr 


Mp.h 




Leu 




4,15 




210 










?. 15 










220 












AM 




Scr 




T>,r 




Gl u 




£.2r 


AU 


Val 


Tyr 


Pha 


Cys 


Ala 


Arg 


Aiip 




4ly 


225 










230 










235 








Glv 


7 i 0 




420 


Trp 


His 


Tyr 


i'vr 




ser 


Tyr 


1 le£ 


Arc( 


Pro 




p.ld 


Ty { 


Trj;' 


GIp 




421 


















2 50 










2 55 


G I r» 




4JJ 


ci.i y 


rhr 


Leu 


Veil 


Thr 


Veil 




St2i: 


Glv 


G 1 y 


Gly 


Cly 


Per 


t_ X u 


V a A 




424 




260 










265 














Vai 




456 


L&u 


Leu 


GLu 


Gin 


Cor 


C iy 


Ala 


Clu 


L^u. 




Arg 


Pro 


u 1 y 


1 






42? 






27b 










280 










205 


Tyr 


Gly 


Lt= tl 




-125 


Lye 


Leu 


S^r 


Cys 


Lys 


al 


.<^p.r 


Gly 


Tyr 


Thr 


Phe 


T?ir 


Asn 




4 30 


290 










295 










3 00 






Gly 


Glu 




A'<7 




Trp Val 


Lys 


Gin 


Arq 


Pro 


Gly 


Gin 


val 


Lei) 


Glu 


Trp 


lie 




43J 


305 










310 










?is 










32U 




435 


val 


Tyr 


Pro 


Arg 


ile 


lily 


Asn 


p.lti 


Tvr 


Ty I 




Glu 


Ly3 


Lys 


Cly 




136 
















330 










J J '.J 


Gilt 




438 


byii 


Ala 


Thj. 


Lc!LL 


Thr 


Ala 


Asp 


Lya 


Scr 


Sex- 


Ser 


Thr 


Ala 


Sor 






d3Q 






340 




















350 








441 


l«eu 


AXS 


ecit- 


Loa 


Thr 


Sor 


Clu 


Asp 




ala 


Val 


Tyr 


Phe 


Cys 


Ala 


Arg 


„ 


442 




j55 










360 










365 








i 


444 


Ara 


r-ly 




Tyr 




I'hr 


Asti 


Tyr 


Asp Trp 


Tyr 


Phe 


Asp 


val 


Trp 


Gly 


u 


445 


270 










375 
















Gly 


GJy 


, 1 


447 


Gin 


Glv 


Thr 


Thr 


Val 


Tnr 


val 


b*er 


Ser 


G.i.y 


Gly 


Glv 


Gl/ 


Ser 




446 


365 




















39 5 










4 00 


=s 


45U 


^ly 


uly 




Gly 


Glv 


0}y 


Glr 




Olu 


Ls;u 


Val 


Met 


Thr 


Cln 


Thr 


Pro 


y 


J ST 






4 05 










41U 










d 13 






433 


Leu 


3cr 


LnU 


rro 


Val 


Scr 


Leu 


Gly 


A£p 


Cln 






Tift 






Arcr 




454 








4'iU 










425 










4jO 




Tl'D 


y 


456 


Scr 




Gin 


Ser 


L*?i.' 


V-^ I 


H 1 R 




Asn 


Gly 


A.sn 


1 ILL 


1 yx 


Leu 


His 


u 


457 






435 










4^0 










-3^5 






V CLi 


4Sq 


Tyr 


Leu 


Gin 


Lva 


Pro 


G.ly 


Gin 


Scr 


Pro 


Lys 


LCU 


Leti 


life: 


Tyi 


Ly a 




4C0 


450 










455 










460 






Cly 


Se-r 


ss. 


462 


Ser 


Asn 


Arg 


i-ne 


Sex- 


Gly 


Vdl 


Pi.u 


A&P 


Arg 


Ph* 


Cer 


Cly 


Ser 


LI 


^ 63 










470 










475 










^ao 




463 


Gly 


Tiii 


.\»P 


Phc 


Thr 


L&U 


Lya 


I U: 


Scr 


Arg 




Clu 




f:1n 




Lhu 


y 


AdG 








465 










490 










495 


Gly 


g 


46n 


Gly 


Vol 


Tyr 


Phe 




Ser 


Gin 




Thv 


Hi<5 


val 


Pro 


T^'r 


Thr 


Phe 




4 by 








500 








505 










510 


His 


Wis* 




171 


Cly 


Gly 


Thr 


T.y.s 


Leu 


Glu 


He 


LVS 


Arq 


Thr 


Thr 


yer 


His 


HIS 




472 


515 










520 




















474 


His 


His 


Thr 


Ser 




























































-> 


479 




^30 












4/, 






ex 









/ //jc enc^ o/ 



/7 <}J^e/ 



^ L?c:/>^c? ^ / i"". 
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d3d0 XDd/OXdSn 



Piii^c 3 of 4 



VPRIFICATION SUMMARY 

TATtSKT APPLICATION: US/0 1 , ^ A?. 



DATE: 02/15/2001 
TIME: 13:47:35 



Tnpiir SHt : A:\ES, txt 

output Oct: N;\CftP3\02153001\l7d349?.i'ntf 

10 M-n70 r- cui-ronf. i^pplic^Hlcn Number differs. Replaced Appiicsr.ion Niiinr.er 

11 H-/i Cr CurrnaL ti.l i.^v ^iift'^r^, Hcpl^^ccd Curr;.nt PiMncj U^.R 
i7<^ hT332 E: (32) In'/dlid/MiSJ£?ing Amino ACia NumDerliiy* SEC ID. 10 



! y 



2/15/0) 



;://C;\Crf3\OutholcKVsrI743482.htm 



800(^1 



dHdO lOd/OXdSn 



SOC COl XVd 90-ST TO/ST/OT 




SERIAL NUMBER: C>^ /y^^j ^ 



ATTN 



ERROR DETECTED : SUGGESTED CORRECTION 

NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. WHICH WERE IW^TEfW^TO SOFTWARE 
Wrapped Nuclelcs The numberAext at the end of each Une 'Wrapped" down to the next One. 

This may occur If your file was retfteved In a word processor after creating it. 
X-.-^' v ' - Ptease:aditist:vour:rtaht margin to~3:a^^^^^ 



Wrapped[Amir>os 



The amino add. numberAext at the end of each Kne %vrapp9d^jtown.to^^^ next line. 
. This may occurlf youf file was.retrtevcd In a word processor after cre ating it 
Ptease adjust your right margin to .3. aitWs will 'prevent %vrapping^: • 



Incorrect Line Length The rules require that a line not exceed 72 characters in length. This Indudes spaces.NJ^^^^^^^^^ 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patent In ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numt>ering under each 5th amino acid is misaligned. This may be caused by the use of tat)s 
tjetween the numt>ering. It is recommended to delete any tabs and use spacing iiofwe^fthe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

J 

Sequence(s) contain n*s or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in'Patenlln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS :(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES." response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



10 Use of n's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 

(NEW RULES) Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 



Use of <21 3>0rganism Sequence(s) . 
(NEW RULES) 



^ are missing this mandatory field or its response. 



13 



Use of <220>Fealure 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown- 
Please explain source of genetic material in <220> to <223> section. " 

(See "Federal Register." 6/01/98. Vol. 63. No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to fioppy disk. 



AKS-Biolechnology Systems Branch- 5/1 5/99 



